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ﬂ GenePattern is supported by the Molecular Analysis Tools Knowledge Center.
For more information on receiving support for this tool, please visit the Molecular Analysis Tools Knowledge Center.
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Tool Overview

@ n
a=: GenePattern
GenePattern provides access to a broad array of computational methods used to analyze genomic

data. Its extensible architecture makes it easy for computational biologists to add analysis and visualization modules, which ensures that
GenePattern users have access to new computational methods on a regular basis.
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What's New

For news and events, visit What's new for GenePattern.
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At A Glance Details


https://wiki.nci.nih.gov/x/R5GNAg
https://cabig-kc.nci.nih.gov/Molecular/forums/
https://wiki.nci.nih.gov/display/MATKC/MAT+Code+Repository
https://cabig.nci.nih.gov/workspaces/ICR
https://cabig.nci.nih.gov/esn/service_providers
https://cabig.nci.nih.gov/
https://wiki.nci.nih.gov/display/GenePattern/What%27s+new+for+GenePattern

Current Version Number: 3.3.2

Release Date of Current Version: June 2011
Intended Audiences: Biomedical research practitioners
Primary Workspace: ICR

Currently caGrid Enabled? Yes (11 analysis services)
caBIG® Compatiblity Level: Silver

Technical Information

Tool Maturity Assessment: Stable Release (Adoption in Progress)
Installation Level: Intermediate - technical assistance may be required, download may require supporting infrastructure or software

System Requirements

GenePattern is a Client-Server application providing access to remote data and analysis services. Installing all GenePattern modules from the
Broad repository requires approximately 1 GB of hard drive space. Some modules may require additional RAM depending on the complexity of
the analyses and size of the data.
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Presentations, Demos and Other Materials

GenePattern: Introductory Presentation

GenePattern: Getting Started

GenePattern: Converting Expression Data into a GenePattern Input File Format
GenePattern: Pipelines: Creating a Workflow from a Series of Analysis Steps
GenePattern: Imputing Missing Values in GenePattern

GenePattern: Using GenePattern Protocols

GenePattern: Creating a module in GenePattern

GenePattern: Converting Between MAGE-TAB and GenePattern Expression File Formats
GenePattern: Converting llumina Expression Data Into the GenePattern GCT format
GenePattern: Using IGV through GenePattern

GenePattern: Importing Data from caArray to GenePattern

GenePattern: Submitting your module to GParc
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Documentation, Meetings and Training

GenePattern Meetings and Plans

Refer to the GenePattern Roadmap.

GenePattern Documentation

End User Technical Download and Sample Data
® GenePattern Concepts ® |nstallation Guide ® GenePattern public server (requires login)
® Quick Start (10 minutes) ® Programmer's Guide ® GenePattern download and installation page
® Tutorial (40 minutes) ® |ntegration Guide ® Sample data sets
® User Guide
® File Formats
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GenePattern Knowledge Base

Refer to GenePattern FAQ to find the answers to the most frequently asked questions and develop an understanding of how GenePattern works.


https://cabig.nci.nih.gov/2007caBIGconference/presentations/wednesday-february-07-2007/session-block-3/breakout-sessions/engaging-end-users
http://www.youtube.com/watch_popup?v=PIrLJADpAzY
http://www.youtube.com/watch_popup?v=_zpH-DgE33U
http://www.youtube.com/watch_popup?v=72z81XbiPqQ
http://www.youtube.com/watch_popup?v=xlscEpEcZdU
http://www.youtube.com/watch_popup?v=fsR-GowVZUM
http://www.youtube.com/watch_popup?v=u3m7yjWbtd8
http://www.youtube.com/watch_popup?v=sgsVie2HNQY
http://www.youtube.com/watch_popup?v=ZTrfuGrgk-s
http://www.youtube.com/watch_popup?v=mnf1yLR9NqI
http://www.youtube.com/watch_popup?v=z6l26iwHAKE
http://www.youtube.com/watch_popup?v=xFpbGTg47Co
https://wiki.nci.nih.gov/display/GenePattern/GenePattern+Roadmap
http://www.genepattern.org/tutorial/gp_concepts.html
http://www.genepattern.org/desc/quick_start.html
http://www.genepattern.org/tutorial/gp_tutorial.html
http://www.genepattern.org/tutorial/gp_web_client.html
http://www.broadinstitute.org/cancer/software/genepattern/tutorial/gp_fileformats.html
http://www.genepattern.org/download/gp_server_instruct.html
http://www.genepattern.org/tutorial/gp_programmer.html
http://www.genepattern.org/tutorial/gp_integration.html
http://genepattern.broadinstitute.org/gp/
http://www.genepattern.org/download/
http://www.genepattern.org/datasets/
https://wiki.nci.nih.gov/display/GenePattern/GenePattern+FAQ

GenePattern Articles

Refer to GenePattern Articles for in depth information.

GenePattern Case Studies

If you still don't know if GenePattern is for you, refer to [GenePattern Case Studies} for examples of how GenePattern could be used in different
scenarios.
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GenePattern Citations

® Reich M, Liefeld T, Gould J, Lerner J, Tamayo P, Mesirov JP (2006) GenePattern 2.0. Nature Genetics 38 no. 5 (2006): pp500-501
doi:10.1038/ng0506-500.

® Kuehn, H., Liberzon, A., Reich, M., Mesirov, J.P. 2008. Using GenePattern for Gene Expression Analysis. Curr. Protoc. Bioinform.
22:7.12.1-7.12.39.

® Additional publications

® How to cite GenePattern
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Installation and Downloads

® GenePattern public server (requires login)
® GenePattern download and installation page
® Release notes
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Forum and Support for GenePattern
Forum Support Archived Info

® Please Post questions in one of the Forums. ® GenePattern Support ® Archived Documents
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Submit defects and feature requests on GenePattern

Report a defect or request a feature for GenePattern
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Open-source development

Request GenePattern source code
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Integration with other tools

caArray

GenePattern can query for data in an instance of caArray via a Java API.

caGrid


https://wiki.nci.nih.gov/display/GenePattern/GenePattern+Articles
http://www.nature.com/ng/journal/v38/n5/full/ng0506-500.html
http://onlinelibrary.wiley.com/doi/10.1002/0471250953.bi0712s22/abstract
http://genepattern.org/desc/publications.html
http://www.genepattern.org/desc/citation.html
http://genepattern.broadinstitute.org/gp/
http://www.genepattern.org/download/
http://www.genepattern.org/doc/relnotes/current
https://cabig-kc.nci.nih.gov/Molecular/forums/
http://www.genepattern.org/contact.html
http://www.genepattern.org/tutorial/gp_archives.html
https://wiki.nci.nih.gov/display/GenePattern/Report+a+defect+or+request+a+feature+for+GenePattern
https://wiki.nci.nih.gov/display/GenePattern/Request+GenePattern+source+code

Several GenePattern analysis modules have been caGrid enabled.
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https://wiki.nci.nih.gov/display/GenePattern/GenePattern+caGrid

